Sakowa_NP_001161636.1_prospero-like_protein_ PROX1_[Saccoglossus_kowalevskii]
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Dareri_NP_001165058.1_prospero_homeobox_3_[Danio_rerio]
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Hosapi_XP_005267600.1_prospero_homeobox_protein_2_isoform_X2_[Homo_sapiens]
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