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Ciinte_XP_018666950.1_transcription_factor_protein_isoform_X1_[Ciona_intestinalis]

Pemari_XP_032803548.1_prospero_homeobox_protein_1_[Petromyzon_marinus]

Sccani_XP_038667351.1_prospero_homeobox_protein_1a_isoform_X1_[Scyliorhinus_canicula]

Stpurp_XP_030854158.1_prospero_homeobox_protein_1_isoform_X1_[Strongylocentrotus_purpuratus]

Brlan.Prox1_BLAG04000536

Dareri_NP_001121764.2_prospero_homeobox_protein_2_[Danio_rerio]

Sccani_XP_038630315.1_prospero_homeobox_protein_1-like_[Scyliorhinus_canicula]

Moocci.CG.ELv1_2.S454891.g14757.01.p

Ciinte_XP_002122608.1_uncharacterized_protein_LOC778983_isoform_X1_[Ciona_intestinalis]

Hosapi_XP_005267600.1_prospero_homeobox_protein_2_isoform_X2_[Homo_sapiens]

Dareri_NP_001165058.1_prospero_homeobox_3_[Danio_rerio]

Moocci.CG.ELv1_2.S454891.g14756.01.p

Pemari_XP_032819619.1_prospero_homeobox_protein_1-like_[Petromyzon_marinus]

Xetrop_XP_012819403.1_prospero_homeobox_protein_1_isoform_X1_[Xenopus_tropicalis]

Hosapi_XP_005273251.1_prospero_homeobox_protein_1_isoform_X1_[Homo_sapiens]

Phmamm.CG.MTP2014.S383.g08084.01.p

Sakowa_NP_001161636.1_prospero-like_protein_PROX1_[Saccoglossus_kowalevskii]

Brbelc_XP_019627435.1_PREDICTED_prospero_homeobox_protein_1-like_isoform_X1_[Branchiostoma_belcheri]

Dareri_NP_571480.2_prospero_homeobox_protein_1_[Danio_rerio]

Phmamm.CG.MTP2014.S383.g08082.01.p
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